SEQUENCE LISTING 

<110> Chen, Hong 

Silos-Santiago , Immaculada 

<120> NT69, A Novel Nucleoside Transporter 
Family Member And Uses Therefor 



<130> MPI2000-433CPKM) 

<150> 09/712797 
<151> 2000-11-14 

<160> 3 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 2625 
<212> DNA 
<213> Human 

<220> 

<221> 3 'UTR 
<222> (1) . . . (52) 

<221> CDS 

<222> (53) . . . (1477) 

<221> 5" UTR 

<222> (1478) . . . (2625) 

<400> 1 

gtcgacccac gcgtccgctt agaaggagca caggaaagtc ccagaggctg cc atg ggc 

Met Gly 
1 

tec gtg ggg age cag cgc ctt gag gag ccc age gtg gca ggc aca cca 
Ser Val Gly Ser Gin Arg Leu Glu Glu Pro Ser Val Ala Gly Thr Pro 
5 10 15 

gac ccg ggc gta gtg atg age ttc ctg ctg cca tac aac age ttc ate 
Asp Pro Gly Val Val Met Ser Phe Leu Leu Pro Tyr Asn Ser Phe lie 
20 ~ 25 30 

acg gac gtg gac tac ctg cat cac aag tac cca ggg ace tec ate gtg 
Thr Asp Val Asp Tyr Leu His His Lys Tyr Pro Gly Thr Ser He Val 
35 40 45 50 

ttt gac atg age etc acc tac ate ttg gtg gca ctg gca get gtc etc 
Phe Asp Met Ser Leu Thr Tyr He Leu Val Ala Leu Ala Ala Val Leu 
55 60 65 

ctg aac aac gtc ctg gtg gag aga ctg acc ctg cac acc agg ate acc 



106 



154 



202 



250 



298 



Leu Asn Asn Val Leu Val Glu Arg Leu Thr Leu His Thr Arg He Thr 
70 75 80 



gca ggc tac etc tta gec ttg ggc cct etc ctt ttt ate age ate tgc 
Ala Gly Tyr Leu Leu Ala Leu Gly Pro Leu Leu Phe He Ser He Cys 
85 90 95 

gac gtg tgg ctg cag etc ttc tct egg gac cag gec tac gec ate aac 
Asp Val Trp Leu Gin Leu Phe Ser Arg Asp Gin Ala Tyr Ala He Asn 
100 105 110 

ctg gec get gtg ggc acc gtg gec ttc ggc tgc aca gtg cag caa tec 
Leu Ala Ala Val Gly Thr Val Ala Phe Gly Cys Thr Val Gin Gin Ser 
115 120 125 130 

age ttc tac ggg tac acg ggg atg ctg ccc aag egg tac acg cag ggg 
Ser Phe Tyr Gly Tyr Thr Gly Met Leu Pro Lys Arg Tyr Thr Gin Gly 
135 140 145 

gtg atg acc ggg gag age acg gcg ggc gtg atg ate tct ctg age cgc 
Val Met Thr Gly Glu Ser Thr Ala Gly Val Met He Ser Leu Ser Arg 
150 155 160 

ate etc acg aag ctg ctg ctg ccc gac gag cgc gec age acg etc ate 
He Leu Thr Lys Leu Leu Leu Pro Asp Glu Arg Ala Ser Thr Leu He 
165 170 175 

ttc ttc ctg gtg teg gtg gcg ctg gag ctg ctg tgt ttc ctg ctg cac 
Phe Phe Leu Val Ser Val Ala Leu Glu Leu Leu Cys Phe Leu Leu His 
180 185 190 

ctg tta gtg egg cgc age cgc ttc gtg etc ttc tat acc aca egg ccg 
Leu Leu Val Arg Arg Ser Arg Phe Val Leu Phe Tyr Thr Thr Arg Pro 
195 200 205 210 

cgt gac age cac egg ggc agg cca ggc ctg ggc agg ggc tat ggc tac 
Arg Asp Ser His Arg Gly Arg Pro Gly Leu Gly Arg Gly Tyr Gly Tyr 
215 220 225 

cgc gtg cac cac gac gtt gtc gec ggg gac gtc cac ttc gag cac cca 
Arg Val His His Asp Val Val Ala Gly Asp Val His Phe Glu His Pro 
230 235 240 

gec ccg gec ctg gec ccc aac gag tec cca aag gac age cca gee cac 
Ala Pro Ala Leu Ala Pro Asn Glu Ser Pro Lys Asp Ser Pro Ala His 
245 250 255 

gag gtg acc ggc age ggc ggg gec tac atg cgc ttt gac gtg ccg egg 
Glu Val Thr Gly Ser Gly Gly Ala Tyr Met Arg Phe Asp Val Pro Arg 
260 265 270 

cca agg gtc cag cgc age tgg ccc acc ttc aga gec ctg tta ctg cac 
Pro Arg Val Gin Arg Ser Trp Pro Thr Phe Arg Ala Leu Leu Leu His 
275 280 285 290 



cgc tac gtg gtg gcg egg gtg ate tgg gec gac atg etc tec ate gec 
Arg Tyr Val Val Ala Arg Val He Trp Ala Asp Met Leu Ser He Ala 



295 



300 



305 



gtg acc tac ttc ate acg ctg tgc ctg ttc ccc ggc etc gag tct gag 
Val Thr Tyr Phe lie Thr Leu Cys Leu Phe Pro Gly Leu Glu Ser Glu 
310 315 320 



1018 



ate cgc cac tgc ate ctg ggc gag tgg ctg ccc ate etc ate atg get 
lie Arg His Cys lie Leu Gly Glu Trp Leu Pro lie Leu lie Met Ala 
325 330 335 



1066 



gtg ttc aac ctg tea gac ttc gtg ggc aag ate ctg gca gee ctg ccc 
Val Phe Asn Leu Ser Asp Phe Val Gly Lys lie Leu Ala Ala Leu Pro 
340 345 350 



1114 



gtg gac tgg egg ggc acc cac ctg ctg gec tgc tec tgc ctg cgt gtg 
Val Asp Trp Arg Gly Thr His Leu Leu Ala Cys Ser Cys Leu Arg Val 
355 360 365 370 



1162 



gtc ttc ate ccc etc ttc ate ctg tgc gtc tac ccc age ggc atg ccc 
Val Phe lie Pro Leu Phe lie Leu Cys Val Tyr Pro Ser Gly Met Pro 
375 380 385 



1210 



gee etc cgt cac ccc gec tgg ccc tgc ate ttc tea ctg etc atg ggc 
Ala Leu Arg His Pro Ala Trp Pro Cys lie Phe Ser Leu Leu Met Gly 
390 395 400 



1258 



ate age aac ggc tac ttc ggc age gtg ccc atg ate ctg gcg gca ggc 
He Ser Asn Gly Tyr Phe Gly Ser Val Pro Met He Leu Ala Ala Gly 
405 410 415 



1306 



aaa gtg age ccc aag cag egg gag ctg gca ggg aac acc atg acc gtg 
Lys Val Ser Pro Lys Gin Arg Glu Leu Ala Gly Asn Thr Met Thr Val 
420 425 430 



1354 



tec tac atg tea ggg ctg acg ctg ggg tec gec gtg gee tac tgc acc 
Ser Tyr Met Ser Gly Leu Thr Leu Gly Ser Ala Val Ala Tyr Cys Thr 
435 440 445 450 



1402 



tac age etc acc cgc gac get cac ggc age tgc ctg cac gee tec acc 
Tyr Ser Leu Thr Arg Asp Ala His Gly Ser Cys Leu His Ala Ser Thr 
455 460 465 



1450 



gec aat ggt tec ate etc gca ggc etc tgagccagcc ccgcccactg 
Ala Asn Gly Ser He Leu Ala Gly Leu 
470 475 



1497 



ccagggacgc 
acctcagtgc 
tccagccatg 
ttctgcgacc 
accttccatc 
cgcaccgtgt 
caccccggcc 
agggacccct 
caccctcagg 
cgttagccat 
gcctctggga 



egagggectg 
ctgcggggcc 
ccccaccctg 
eggggctctg 
tgtgtccagc 
ccccacccag 
ctcatcaccc 
cctcatgaac 
gcttcccctt 
gaaggagtcg 
aaccacagca 



accaggggcc 
ctgagcctcc 
gactgaagtt 
gccagcactg 
ggccccggct 
gacagcagac 
accggcactg 
tctggagccc 
ctgtcctcat 
gagccctggg 
gtgatgccag 



ccgaggcctg 
ccctgtgcca 
ctgcaaagtc 
tgttctgcgt 
ccagcccagc 
acccgccaga 
ateggggcac 
tgagaggaga 
tcttagagac 
tccgaatgga 
ctgggcacgt 



agggcccctc 
gcagccccac 
ctccgaggac 
ttggtctcat 
cagcactctg 
gtgtgcgcgc 
cgcctggccc 
ggggcagccc 
tgcttctccc 
cccgcctgcg 
caggacctcc 



ccctgtcccc 
tccctcaggg 
eggaacaegt 
acctgcgtct 
cagggtcaca 
ccagtgactg 
agcctccacc 
cccaccttgt 
aaacataacg 
gtctgeatea 
ccacacaccc 



1557 
1617 
1677 
1737 
1797 
1857 
1917 
1977 
2037 
2097 
2157 



acacgatgcc acaggtcagg gggctgtgcc tgactaggga gccctcccat tgccttcctg 2217 
gcccgggata gaagagggga ggtaagtctg ggggctacga agccgggccc ccacaccctg 2277 
gctgaagtca gcttgaccta ggtcttgacc ctcatccagc aagggactcg acagacccaa 2337 
gggtccctgg aacgtaggga ggggctgggg gtcactccag cccgggcctc ccagaacacc 2397 
aggcccgtgt gggtggcacc ctgaggtcag gggatcctaa gggtgtcctt ccagagacgg 2457 
tgtttccagg gggaggaccg cccccgcttc cagatccccg gccccggctg tgactgccct 2517 
gtttcacccc tgctgtgtcc catcccccgt ctgtccacta actgtaccgc accggccatt 2577 
aaaagatgaa ggcagaccgc tgcaaaaaaa aaaaaaaagg gcggccgc 2625 

<210> 2 
<211> 475 
<212> PRT 
<213> Human 



<400> 2 



Met 


Gly 


Ser 


Val 


Gly 


Ser 


Gin 


Arg 


Leu 


Glu 


Glu 


Pro 


Ser 


Val 


Ala 


Gly 


1 








5 










10 










15 




Thr 


Pro 


Asp 


Pro 


Gly 


Val 


Val 


Met 


Ser 


Phe 


Leu 


Leu 


Pro 


Tyr 


Asn 


Ser 








20 










25 










30 






Phe 


He 


Thr 


Asp 


Val 


Asp 


Tyr 


Leu 


His 


His 


Lys 


Tyr 


Pro 


Gly 


Thr 


Ser 






35 










40 










45 








He 


Val 


Phe 


Asp 


Met 


Ser 


Leu 


Thr 


Tyr 


He 


Leu 


Val 


Ala 


Leu 


Ala 


Ala 




50 










55 










60 










Val 


Leu 


Leu 


Asn 


Asn 


Val 


Leu 


Val 


Glu 


Arg 


Leu 


Thr 


Leu 


His 


Thr 


Arg 


65 










70 










75 










80 


He 


Thr 


Ala 


Gly 


Tyr 


Leu 


Leu 


Ala 


Leu 


Gly 


Pro 


Leu 


Leu 


Phe 


He 


Ser 










85 










90 










95 




He 


Cys 


Asp 


Val 


Trp 


Leu 


Gin 


Leu 


Phe 


Ser 


Arg 


Asp 


Gin 


Ala 


Tyr 


Ala 








100 










105 










110 






He 


Asn 


Leu 


Ala 


Ala 


Val 


Gly 


Thr 


Val 


Ala 


Phe 


Gly 


Cys 


Thr 


Val 


Gin 






115 










120 










125 








Gin 


Ser 


Ser 


Phe 


Tyr 


Gly 


Tyr 


Thr 


Gly 


Met 


Leu 


Pro 


Lys 


Arg 


Tyr 


Thr 




130 










135 










140 










Gin 


Gly 


Val 


Met 


Thr 


Gly 


Glu 


Ser 


Thr 


Ala 


Gly 


Val 


Met 


He 


Ser 


Leu 


145 










150 










155 










160 


Ser 


Arg 


He 


Leu 


Thr 


Lys 


Leu 


Leu 


Leu 


Pro 


Asp 


Glu 


Arg 


Ala 


Ser 


Thr 










165 










170 










175 




Leu 


He 


Phe 


Phe 


Leu 


Val 


Ser 


Val 


Ala 


Leu 


Glu 


Leu 


Leu 


Cys 


Phe 


Leu 








180 










185 










190 






Leu 


His 


Leu 


Leu 


Val 


Arg 


Arg 


Ser 


Arg 


Phe 


Val 


Leu 


Phe 


Tyr 


Thr 


Thr 






195 










200 










205 








Arg 


Pro 


Arg 


Asp 


Ser 


His 


Arg 


Gly 


Arg 


Pro 


Gly 


Leu 


Gly 


Arg 


Gly 


Tyr 




210 










215 










220 










Gly 


Tyr 


Arg 


Val 


His 


His 


Asp 


Val 


Val 


Ala 


Gly 


Asp 


Val 


His 


Phe 


Glu 


225 










230 










235 










240 


His 


Pro 


Ala 


Pro 


Ala 


Leu 


Ala 


Pro 


Asn 


Glu 


Ser 


Pro 


Lys 


Asp 


Ser 


Pro 










245 










250 










255 




Ala 


His 


Glu 


Val 


Thr 


Gly 


Ser 


Gly 


Gly 


Ala 


Tyr 


Met 


Arg 


Phe Asp Val 








260 










265 










270 






Pro 


Arg 


Pro 


Arg 


Val 


Gin 


Arg 


Ser 


Trp 


Pro 


Thr 


Phe 


Arg 


Ala 


Leu 


Leu 






275 










280 










285 








Leu 


His 


Arg 


Tyr 


Val 


Val 


Ala 


Arg 


Val 


He 


Trp 


Ala 


Asp 


Met 


Leu 


Ser 




290 










295 










300 










He 


Ala 


Val 


Thr 


Tyr 


Phe 


He 


Thr 


Leu 


Cys 


Leu 


Phe 


Pro 


Gly 


Leu 


Glu 


305 










310 










315 










320 


Ser 


Glu 


He 


Arg 


His 


Cys 


He 


Leu 


Gly 


Glu 


Trp 


Leu 


Pro 


He 


Leu 


He 










325 










330 










335 





Met Ala Val Phe Asn Leu Ser Asp Phe Val Gly Lys lie Leu Ala Ala 

340 345 350 

Leu Pro Val Asp Trp Arg Gly Thr His Leu Leu Ala Cys Ser Cys Leu 

355 360 365 

Arg Val Val Phe lie Pro Leu Phe lie Leu Cys Val Tyr Pro Ser Gly 

370 375 380 

Met Pro Ala Leu Arg His Pro Ala Trp Pro Cys lie Phe Ser Leu Leu 
385 390 395 400 

Met Gly lie Ser Asn Gly Tyr Phe Gly Ser Val Pro Met He Leu Ala 

405 410 415 

Ala Gly Lys Val Ser Pro Lys Gin Arg Glu Leu Ala Gly Asn Thr Met 

420 425 430 

Thr Val Ser Tyr Met Ser Gly Leu Thr Leu Gly Ser Ala Val Ala Tyr 

435 440 445 

Cys Thr Tyr Ser Leu Thr Arg Asp Ala His Gly Ser Cys Leu His Ala 

450 455 ~ 460 

Ser Thr Ala Asn Gly Ser He Leu Ala Gly Leu 
465 470 475 



<210> 3 
<211> 1428 
<212> DNA 
<213> Human 

<220> 

<221> CDS 

<222> (1) . . . (1428) 

<400> 3 

a.tg ggc tec gtg ggg age cag cgc ctt gag gag ccc age gtg gca ggc 48 
Met Gly Ser Val Gly Ser Gin Arg Leu Glu Glu Pro Ser Val Ala Gly 
15 10 15 

aca cca gac ccg ggc gta gtg atg age ttc ctg ctg cca tac aac age 96 
Thr Pro Asp Pro Gly Val Val Met Ser Phe Leu Leu Pro Tyr Asn Ser 
20 25 30 

ttc ate acg gac gtg gac tac ctg cat cac aag tac cca ggg ace tec 144 
Phe He Thr Asp Val Asp Tyr Leu His His Lys Tyr Pro Gly Thr Ser 
35 40 45 

ate gtg ttt gac atg age etc acc tac ate ttg gtg gca ctg gca get 192 
He Val Phe Asp Met Ser Leu Thr Tyr He Leu Val Ala Leu Ala Ala 
50 55 60 

gtc etc ctg aac aac gtc ctg gtg gag aga ctg acc ctg cac acc agg 240 
Val Leu Leu Asn Asn Val Leu Val Glu Arg Leu Thr Leu His Thr Arg 
65 70 75 80 

ate acc gca ggc tac etc tta gee ttg ggc cct etc ctt ttt ate age 288 
He Thr Ala Gly Tyr Leu Leu Ala Leu Gly Pro Leu Leu Phe He Ser 
85 90 95 



ate tgc gac gtg tgg ctg cag etc ttc tct egg gac cag gec tac gec 
He Cys Asp Val Trp Leu Gin Leu Phe Ser Arg Asp Gin Ala Tyr Ala 
100 105 110 



336 



ate aac ctg gec get gtg ggc acc gtg gec ttc ggc tgc aca gtg cag 
lie Asn Leu Ala Ala Val Gly Thr Val Ala Phe Gly Cys Thr Val Gin 
115 120 125 



caa tec age ttc tac ggg tac acg ggg atg ctg ccc aag egg tac acg 
Gin Ser Ser Phe Tyr Gly Tyr Thr Gly Met Leu Pro Lys Arg Tyr Thr 
13 0 13 5 140 



cag ggg gtg atg acc ggg gag age acg gcg ggc gtg atg ate tct ctg 
Gin Gly Val Met Thr Gly Glu Ser Thr Ala Gly Val Met He Ser Leu 
145 150 155 160 

age cgc ate etc acg aag ctg ctg ctg ccc gac gag cgc gec age acg 
Ser Arg He Leu Thr Lys Leu Leu Leu Pro Asp Glu Arg Ala Ser Thr 
165 170 ~ ~ 175 



etc ate ttc ttc ctg gtg teg gtg gcg ctg gag ctg ctg tgt ttc ctg 
Leu He Phe Phe Leu Val Ser Val Ala Leu Glu Leu Leu Cys Phe Leu 
180 185 190 



ctg cac ctg tta gtg egg cgc age cgc ttc gtg etc ttc tat acc aca 
Leu His Leu Leu Val Arg Arg Ser Arg Phe Val Leu Phe Tyr Thr Thr 
195 200 205 



egg ccg cgt gac age cac egg ggc agg cca ggc ctg ggc agg ggc tat 
Arg Pro Arg Asp Ser His Arg Gly Arg Pro Gly Leu Gly Arg Gly Tyr 
210 215 220 



ggc tac cgc gtg cac cac gac gtt gtc gec ggg gac gtc cac ttc gag 
Gly Tyr Arg Val His His Asp Val Val Ala Gly Asp Val His Phe Glu 
225 230 235 240 



cac cca gee ccg gee ctg gee ccc aac gag tec cca aag gac age cca 
His Pro Ala Pro Ala Leu Ala Pro Asn Glu Ser Pro Lys Asp Ser Pro 
245 250 255 



gee cac gag gtg acc ggc age ggc ggg gee tac atg cgc ttt gac gtg 
Ala His Glu Val Thr Gly Ser Gly Gly Ala Tyr Met Arg Phe Asp Val 
260 265 270 



ccg egg cca agg gtc cag cgc age tgg ccc acc ttc aga gec ctg tta 
Pro Arg Pro Arg Val Gin Arg Ser Trp Pro Thr Phe Arg Ala Leu Leu 
275 280 285 

ctg cac cgc tac gtg gtg gcg egg gtg ate tgg gee gac atg etc tec 
Leu His Arg Tyr Val Val Ala Arg Val He Trp Ala Asp Met Leu Ser 
290 295 300 

ate gee gtg acc tac ttc ate acg ctg tgc ctg ttc ccc ggc etc gag 
He Ala Val Thr Tyr Phe He Thr Leu Cys Leu Phe Pro Gly Leu Glu 
305 310 315 320 



tct gag ate cgc cac tgc ate ctg ggc gag tgg ctg ccc ate etc ate 
Ser Glu He Arg His Cys He Leu Gly Glu Trp Leu Pro He Leu He 
325 330 335 



atg get gtg ttc aac ctg tea gac ttc gtg ggc aag ate ctg gca gee 1056 
Met Ala Val Phe Asn Leu Ser Asp Phe Val Gly Lys lie Leu Ala Ala 
340 345 350 

ctg ccc gtg gac tgg egg ggc acc cac ctg ctg gee tgc tec tgc ctg 1104 
Leu Pro Val Asp Trp Arg Gly Thr His Leu Leu Ala Cys Ser Cys Leu 
355 360 365 

cgt gtg gtc ttc ate ccc etc ttc ate ctg tgc gtc tac ccc age ggc 1152 
Arg Val Val Phe lie Pro Leu Phe lie Leu Cys Val Tyr Pro Ser Gly 
370 375 380 

atg ccc gee etc cgt cac ccc gec tgg ccc tgc ate ttc tea ctg etc 1200 
Met Pro Ala Leu Arg His Pro Ala Trp Pro Cys lie Phe Ser Leu Leu 
385 390 395 400 

atg ggc ate age aac ggc tac ttc ggc age gtg ccc atg ate ctg gcg 1248 
Met Gly lie Ser Asn Gly Tyr Phe Gly Ser Val Pro Met lie Leu Ala 
405 410 415 

gca ggc aaa gtg age ccc aag cag egg gag ctg gca ggg aac acc atg 1296 
Ala Gly Lys Val Ser Pro Lys Gin Arg Glu Leu Ala Gly Asn Thr Met 
420 425 430 

acc gtg tec tac atg tea ggg ctg acg ctg ggg tec gee gtg gee tac 1344 
Thr Val Ser Tyr Met Ser Gly Leu Thr Leu Gly Ser Ala Val Ala Tyr 
435 440 445 

tgc acc tac age etc acc cgc gac get cac ggc age tgc ctg cac gec 1392 
Cys Thr Tyr Ser Leu Thr Arg Asp Ala His Gly Ser Cys Leu His Ala 
450 455 460 

tec acc gec aat ggt tec ate etc gca ggc etc tga 1428 
Ser Thr Ala Asn Gly Ser lie Leu Ala Gly Leu * 
465 470 475 



